Supplemental Figure 7
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N3 172 032Gl 3 Enterococcus_faecalis 38 12.fa j N2 065 014Gl Klebsiella_pneumoniae 57 612.fa N2 065 017G1 _Escherichia_coli 50 88 refined.fa N2 066 048Gl Propionibacterium_sp. HGHO0353-related 63 20.fa N2 071 029G1 Veillonella 39 11.faRn N1 004 018Gl Veillonella_sp-A.fa N2 088 015G1 Veillonella 39 74.fa — :
N2 064 043Gl _Enterococcus faecalis 37 12.fa - N2 065 008Gl Klebsiella_pneumoniae 57 2245.fa - N2 065 009G1 Escherichia_coli 50 20 refined.fa - N2 066 021Gl Propionibacterium 63 40.fa N2 035 025G1 Veillonella 39 38.faF N1 004 014Gl Veillonella_sp-A.fa N2 088 010Gl Veillonella 39 127.fa —
N3 172 026G1 1 Enterococcus faecalis 38 25.fa - N2 065 029G1 Klebsiella_pneumoniae 58 18.fa N2 065 014G1 Escherichia_coli 50 97.fa N2 066 024Gl Propionibacterium 63 10.fa N2 071 025G1 Veillonella_39 38.fa }— N1 004 016Gl Veillonella_sp-A.fa N2 088 042G1 Veillonella_ 39 10.fa
N2 064 031Gl Enterococcus faecalis 37 11.fa- N2 065 019G1 Klebsiella_pneumoniae 57 321.fa N2 065 038Gl _Escherichia coli 51 516 refined.fa - N2_066_037G1_Propionibacterium_63_5.fa N2 071 023Gl Veillonella_ 39 11.fa- N1 004 015G1 Veillonella sp-A.fa N2 060 019G1 Veillonella 39 14 refined.fa
N2 064 036Gl _Enterococcus faecalis 37 18.fa - N2 065 011G1 Klebsiella_pneumoniae 57 285.fa ] : . N2 065 059G1 Escherichia_coli 51 454.fa - N2 066 033Gl Propionibacterium 63 7.fa | N2 071 030G1 Veillonella_ 39 8.fa N1 008 007Gl Veillonella_dispar.fa N2 038 020G1 Veillonella 39 266.fa
N3 172 030Gl _2 Enterococcus_faecalis 38 8.fa - N2 065 046G1 Klebsiella_pneumoniae 57 146.fa N2 065 024G1 _Escherichia_coli_ 51 520.fa - N2 066 019Gl Propionibacterium 63 6.faf N2 071 027G1 Veillonella 39 77.fa —- N1 004 013Gl Veillonella_sp-A.fa N2 038 015G1 Veillonella_atypica 40 15.fa
N2 065 019G1 Enterococcus faecalis 37 24.fa - N2 065 026G1 Klebsiella_pneumoniae 57 48.fa N2 065 046Gl Escherichia coli 51 127 refined.fa — N2 066 031Gl Propionibacterium 63 5.fa E N2 066 064Gl Veillonella 39 87.fa N1 004 026Gl Veillonella_sp-A.fa — — N2 038 039G1 Veillonella 39 32.fa
N3 177 024G1_3 Enterococcus_faecalis 38 9.fa 4 N2 065 038Gl Klebsiella_pneumoniae 57 410.fa — N2 065 026G1 _Escherichia_coli 51 653.fa— N1 023 050Gl Propionibacterium_sp.fa a N2 066 050G1 Veillonella 39 467.fa N1 004 021Gl Veillonella_sp-A.fa N2 038 026G1 Veillonella_39 25.fa
N2 065 011Gl Enterococcus faecalis 37 10.fa - N2 065 024Gl Klebsiella_pneumoniae 57 45.fa N2 065 022G1 Escherichia_coli 51 329.fa— N1 023 042Gl Propionibacterium_sp.faf N2 066 060Gl Veillonella_ 39 207.fa N1 004 012G1 Veillonella_sp-A.fa N2 038 036Gl Negativicutes 39 82.fa '
N3 172 _051G1_5_ Enterococcus_faecalis_38 5.fa —]_ N2 065 059G1 Klebsiella_pneumoniae 57 106 _refined.fa N2 065 052G1 _Escherichia_coli_ 51 346.fa — N1 023 055G1 Propionibacterium_sp.fa . N2 066 033Gl Veillonella 39 383.faj N2 038 013G1 Veillonella 39 577.fa | - N2 038 030G1 Veillonella_39 8.fa
N2 065 024Gl Enterococcus faecalis 37 6.fa N2 065 022G1 Klebsiella_pneumoniae 57 170.fa — N2 065 029G1 Escherichia coli 51 204.fa — N2 064 031Gl Propionibacterium 63 8.fa N2 066 024G1 Veillonella 39 28.fa N2 038 011G1 Veillonella_ 39 817.fa N1 023 019G1 Veillonella sp.fa
N2 065 022G1_Enterococcus_faecalis 37 5.fa } | | N2 065 009G1 Klebsiella_pneumoniae 57 521.fa — N2 065 019G1_Escherichia_coli 51 303 refined.fa N2_064_027G1_Propionibacterium_63_42.fa N2 066 037G1 Veillonella 39 487.faF N2 038 009G1 Veillonella_39 429.fa N1 023 018G1 Veillonella_sp.fa ]I
N2 065 017Gl _Enterococcus faecalis 38 6.fa —-— N2 065 017Gl Klebsiella_pneumoniae 57 243 refined.fa — N2 065 011G1 Escherichia coli 51 158 refined.fa — N2 064 025G1 Propionibacterium 63 14.fa N2 066 048Gl Veillonella 39 13.fa N2 038 020G1 Veillonella 39 124.fa N1 023 029G1 Veillonella sp.fa :
N2 093 009G1 Enterococcus _faecalis 38 29.fa N2 065 052G1 Klebsiella_pneumoniae 57 9.fa — ] N3 175 051G1 8 Escherichia_coli 51 170 partial_refined.fa m N3 175 019G1 3 Propionibacterium HGHO0353-rel 63 9.fa N2 066 031Gl Veillonella_ 39 263.far N2 038 015G1 Veillonella 39 576.fa N1 009 021Gl Veillonella_sp-B_refined-A.fa
N2 093 008Gl _Enterococcus faecalis 38 79.fa - N1 017 011Gl Klebsiella_pneumoniae_refined-B.fa N3 175 046Gl 7 Escherichia coli 50 56 partial refined.fa . N2 060 013G1 Veillonella 39 42.fa . | N2_038 _039G1 Veillonella_39 16.fa _ N1 009 020Gl Veillonella_sp-B.fa
N2 093 007G1l_Enterococcus faecalis 37 40.fa - N1 003 026Gl Klebsiella_pneumoniae 57.fa — N2 035 039G1 Escherichia_coli_ 51 326.fa | | ] | N2 060 008Gl Veillonella 39 37.fa ' N2_039 018G1_Veillonella_39_247.fa N1 009 038Gl Veillonella_sp-B_refined.fa :
N2 093 008G2 _Enterococcus _faecalis 37 180.fa — N1 003 023Gl Klebsiella_pneumoniae 57.fa — N2 035 032G1 _Escherichia_coli 51 311.fa N2 060 015G1 Veillonella 39 14.fa I N2_039 020G1_Veillonella_39 _464.fa N1 009 045Gl Veillonella_sp-B.fa
N2 060 011Gl Enterococcus faecalis 37 8.fa N1 003 028Gl Klebsiella_pneumoniae_57.fa | . N2 035 027G1 _Escherichia_coli_ 51 294.fa | N2 066 019Gl Veillonella_39 54.fa N2 039 021G1 Veillonella_39 827 refined.fa —-— N1 009 024Gl Veillonella_sp-B.fa
N2 060 009G1 Enterococcus _faecalis 38 16.fa - N1 003 027Gl Klebsiella_pneumoniae 57.fa N2 035 016G1 Escherichia_coli_ 51 933.fa N2 039 044Gl Veillonella 39 542.fa —-— N2_035_053G1_Veillonella_39 83.fa N1 009 019G1 Veillonella_sp-B.fa :
N2_060_013G1_Enterococcus_faecalis_37_9.fa - N1 _003_025G1_Klebsiella_pneumoniae_57.fa N2 035 046Gl _Escherichia_coli 51 276.fa + N2 039 020G1 Veillonella 39 64.fa — N2_035_046G1_Veillonella_39 51.fa h . N2 039 021G1 Veillonella_39 14.fa ——
N2_060_008G1_Enterococcus_faecalis_37_16.fa N3_177_018G1_2_Klebsiella_pneumoniae_56_68_partial.fa N2_035_053G1_Escherichia_coli_51_435.fa E N2_039_018G1_Veillonella_39_98.fa —-— N2_035_039G1_Veillonella_39_43.fa J N2_039_018G1_Veillonella_39_32_refined.fa ——
N1 023 029G1 _Enterococcus faecalis-a.fa - . N3 177 024G1 3 Klebsiella_pneumoniae 56 286 partial.fa N2 035 020Gl _Escherichia_coli_ 51 396.fa | | N2 064 031Gl Veillonella 39 292.fa N1 009 038Gl Veillonella_sp-A.fa N2 039 020G1 Veillonella_mixture 39 17.fa -
N1 023 019G1_Enterococcus_faecalis-a.fa N2_088 _027G1 _Klebsiella_pneumoniae_58 211.fap N2_035_022G1_Escherichia_coli_51 396.fa N2 064 011Gl Veillonella_39 97.fa N2_031_033G1_Veillonella_39_71.fa N2 039 008G1 Veillonella_mixture 39 50 refined.fa
N1 023 021Gl Enterococcus faecalis-a.fa N2 088 008Gl Klebsiella_pneumoniae 58 364.far N2 035 018Gl _Escherichia_coli_ 51 295.fa N2 064 025G1 Veillonella_parvula_related 39 214.fa N2 031 014G1 Veillonella_39 45.fa N3 174 023G1 4 Veillonella_38 569.fan
N1 023 020Gl Enterococcus faecalis-a.fa N2 088 010Gl Klebsiella_pneumoniae 58 404.faH | | N2 035 014G1 Escherichia_coli 51 679.fa N2 064 036Gl Veillonella 39 87.fa N2 031 _027G1_Veillonella_39 106.fa N3 174 015G1 1 Veillonella_atypica-rel 38 663.fa -
N1_023_034G1_Enterococcus_faecalis-a.fa N2_088_018G1_Klebsiella_pneumoniae_58_330.fa N2_071_030G1_Escherichia_coli_51_268.fa N2_064_027G1_Veillonella_39_207.fa — N2_031_020G1_Veillonella_39_85.fa N3_174_021G1_3_Veillonella_atypica-rel_38_975.fa -
N1 023 015G1 Enterococcus faecalis-a.fa N2 088 022G1 Klebsiella_pneumoniae 58 345.fa A N2 071 029G1 Escherichia coli 51 675.fa N3 172 070Gl _9 Veillonella_parvula-rel 38 132.fa — N2_031 021Gl _Veillonella_39 50.fa N3 174 017G1 2 Veillonella_parvula-rel 38 571.far~ : :
N1 023 017Gl _Enterococcus_faecalis-a.fa — N2 088 013G1 Klebsiella_pneumoniae 58 675.fa N2 071 008Gl Escherichia coli 51 15.fa i N3_172_052G2_7 Veillonella_parvula-rel 39 10.fa —— N2 031 018G1 Veillonella 39 88.fa 100.0 99'5Aver2§é?\|uc|eigase Ideiﬁf(ANl)97-5 97.0
N1_023_018G1_Enterococcus_faecalis-a.fa — N2_088_015G1_Klebsiella_pneumoniae_58_324.fa H N2_071_007G1_Escherichia_coli_51_170.fa N1_003_044G1_Veillonella_sp_39-b.fa N2_031_016G1_Veillonella_39_110.fa - E '
N1 023 014Gl Enterococcus _faecalis-a.fa ' N2 088 042G1 Klebsiella_pneumoniae 58 152.fa N2 071 010Gl Escherichia_coli 51 127.far N1 003 026Gl Veillonella_sp 39-b.fa N1 014 012G1 Veillonella sp.fa
N1 023 042G1_Enterococcus_faecalis-a.fa N2_088 034Gl _Klebsiella_pneumoniae_58 291.fa |- n N2 071 023Gl _Escherichia_coli_51 98.fa N1 003 027G1 Veillonella_sp 39-b.fa N1 014 010Gl _Veillonella_sp.fa
N1 008 028Gl _Enterococcus _faecalis refined-A.fa N3 177 009G1 1 Klebsiella_pneumoniae 57 389 partial _refined-B.fa —-— N2 071 027G1_Escherichia_coli 51 362.fa— N1 003 028Gl Veillonella_sp 39-b.fa N1 014 011G1 Veillonella sp.fa
N2 066 048Gl Enterococcus _faecalis 37 299.fa - N2 035 022G1 Klebsiella_pneumoniae 58 40.fa ' . N2 071 013Gl Escherichia_coli 51 218.fa | . : . N1 003 086Gl Veillonella_sp 39-b.fa N1 014 007Gl Veillonella _sp.fa
N2 066 031Gl Enterococcus _faecalis 37 368.fa - N2 035 020G1 Klebsiella_pneumoniae 58 22.fa N2 071 025G1 _Escherichia_coli_ 51 665.fa N1 003 039Gl Veillonella_sp _39-b.fa — N1 014 008Gl Veillonella_sp.faf
N2 066 024Gl _Enterococcus faecalis 39 10.fa - N2_035_027G1_Klebsiella_pneumoniae_58 107.fa N2 071 017G1_Escherichia_coli_51 51.fa N1 003 023Gl Veillonella_sp 39-b.fa N1 014 006Gl _Veillonella_sp.fa 1
N2 066 013Gl Enterococcus faecalis 37 123.fa — N2 035 016G1 Klebsiella_pneumoniae 57 16.fa N2 071 021Gl Escherichia_coli 51 159.fa N1 003 021Gl Veillonella_sp 39-b.fa —— N1 014 009G1 Veillonella sp.fa’t
N2_066_060G1_Enterococcus_faecalis_37_232.fa — N2 035 025G1 Klebsiella_pneumoniae_56 55 refined.fa N2 035 _025G1_Escherichia_coli 50 683.fa — — N1 003 _052G1 Veillonella_sp_39-b.fa N1_014_014G1_Veillonella_sp.fa —
N2 066 037Gl _Enterococcus_faecalis 37 128.fa - N2 064 036Gl Klebsiella_pneumoniae 57 267.fa N2 071 015G1_Escherichia_coli 51 121 refined.fa 'I N1 003 025G1 Veillonella_sp 39-b.fa N1 019 057G1 Veillonella_sp.far
N2 066 021Gl Enterococcus _faecalis 37 488.fa ]l N2 064 031Gl Klebsiella_pneumoniae 57 145.fa N2 071 019G1 Escherichia_coli_ 51 308.fa — N2 088 027G1 Veillonella_39 370.fa — N1 019 056G1 Veillonella_sp refined-a.far
N2 066 050Gl Enterococcus_faecalis 37 130.fa :l N2 064 043Gl Klebsiella_pneumoniae 57 267.fa N1 003 078Gl _Escherichia coli_52.fa | . J . N2 088 010G1 Veillonella 39 37.fa —- N1 009 024G1 Veillonella sp-C.faj
N2 066 064Gl Enterococcus _faecalis 37 325.fa : N2 064 027Gl Klebsiella_pneumoniae 57 133.fa N1 003 026G1 Escherichia_coli_52.fa "— N2 088 034Gl Veillonella_39 348.fa —— N1 009 021G1 Veillonella sp-C.far :
N2 066 017Gl Enterococcus_faecalis 37 544.fa — N2 093 010G1 Klebsiella_pneumoniae 57 434.faR N1 003 086Gl Escherichia coli_52.fa — N2 088 022G1 Veillonella 39 229.fa : 100:0 99.5Aver§g9(-::(|)\lucle?)3.di |der3ci8t£/O(ANl)97.5 770
N2 066 019G1 Enterococcus _faecalis 37 170.fa — I N2 093 009G1 Klebsiella_pneumoniae 57 474.faf N1 003 044Gl Escherichia_coli_52.fa "— N2 088 015G1 Veillonella_39 331.fa
N2 066 015Gl Enterococcus_faecalis 37 279.fa — N2 093 008Gl Klebsiella_pneumoniae 57 548.faf N1 003 039G1 _Escherichia coli_52.fa N2 065 038Gl Propionibacterium 63 23.fa N2 088 018Gl Veillonella 39 277.fa
N1 003 013Gl Enterococcus faecalis 38.fa j N2 093 007Gl Klebsiella_pneumoniae 57 288.fa N1 003 052G1 Escherichia_coli_52.fa N2 065 026Gl Propionibacterium 63 9.fa N1 011 014G1 Veillonella_sp-B.fa
N1 003 011Gl Enterococcus faecalis 38.fa A N2 093 008G2 Klebsiella_pneumoniae 57 401.fa - N1 003 027Gl _Escherichia _coli 52.fa~ N2 065 029G1 Propionibacterium_64 6.fa - N1 011 013Gl Veillonella_sp-B.fa ]I
N1 003 025G1 Enterococcus _faecalis 38.fa N3 176 027Gl 4 Klebsiella_pneumoniae 57 224 partial.fa N1 003 025G1 Escherichia _coli 52.fa N2 065 046G1 Propionibacterium 63 17.fa #— N1 011 015G1 Veillonella_sp-B.far
N1 003 018Gl Enterococcus _faecalis 38.fa N3 176 013Gl 1 Klebsiella_pneumoniae 56 261 partial _refined.fa — N1 003 028Gl Escherichia coli 52.far N2 065 024Gl Propionibacterium_63 8.fa N2 088 042G1 Veillonella_ 39 116.fa 1
N1 003 026Gl _Enterococcus faecalis_38.fa N3 176 _038G1_6 Klebsiella_pneumoniae_57 223 partial_refined.fa — N3 177 _018G1_2 Escherichia_coli_ 51 98 partial_refined.fa N3_174_015G1_1_Propionibacterium_63_26.fa -— 100.0 gg.SAveije.(I)\lucle?)ﬁai Ideii;/o(ANl)WE 97.0
N1 _003_021G1l_Enterococcus_faecalis_38.fa - N2_069_029G1_Klebsiella_pneumoniae_58 364 refined.fa N3_177_009G1_1_Escherichia_coli_51_198 partial.fa N2_038_030G1_Propionibacterium_63_7.fa
N1 003 017G1_Enterococcus _faecalis_38.fa - N2_069 021Gl Klebsiella_pneumoniae 58 114.fa N2_069 029G1_Propionibacterium_63_13.fa
N1 003 019G1 Enterococcus _faecalis 38.fa - N2 069 014Gl Klebsiella_pneumoniae 57 64.fa : . :I-I - | N2 069 028Gl _Propionibacterium 63 41.fa
N1 003 027Gl _Enterococcus faecalis 38.fa - N2 069 019G1 Klebsiella_pneumoniae 57 154 refined.fa J N2 069 027G1 Propionibacterium 63 16.fa
N1 003_015G1_Enterococcus_faecalis_38.fa | . N2_070_060G1_Klebsiella_pneumoniae_57_329.fa — N1 014 016Gl _Escherichia_coli.fa N2_070_024G1_Propionibacterium_63_7.fa -
N1 003 022Gl Enterococcus_faecalis 38.fa N2 069 024Gl Klebsiella_pneumoniae 58 567.fa — N1 014 015G1 Escherichia_coli.fa - N2 070 _027G1 Propionibacterium 63 44.fa —
N1 003 028Gl Enterococcus _faecalis 38.fa N2 070 _057G1 Klebsiella_pneumoniae 58 226.fa — N1 014 014Gl Escherichia coli.fa - N2 069 024G1 _Propionibacterium 63 6.fa
N1 003 023Gl Enterococcus_faecalis 38.fa N3 176 035G1 5 Klebsiella_pneumoniae 55 102 partial _refined.fa — N1 014 017Gl Escherichia_coli.fa N2 069 018Gl Propionibacterium 63 6.fa —
N2 070 _027G1_Enterococcus faecalis 37 14.fa N2 069 027G1 Klebsiella_pneumoniae 57 240 refined.fa — - N2 070 _036G1 Propionibacterium_64 26.fa -
N2 070 _042G1_Enterococcus_faecalis 37 _30.fa N2_070_042G1 _Klebsiella_pneumoniae_58 556 refined.fa - | ]I | | N2_070_030G1_Propionibacterium_63_17.fa —
N2 070 _060G1_Enterococcus faecalis 38 9.fa N2 069 028Gl Klebsiella_pneumoniae 57 579.fa ] — N2 039 018G1 Propionibacterium 63 26.fa
N2 070 _036G1_Enterococcus _faecalis 37 _8 refined.fa N2_O70_027G1_KIebsieIIa_pneumoniae_57_284.fa:l — N2_038 _015G1_Propionibacterium_63_27.fa
N2_070_057G1_Enterococcus_faecalis_37_8.fa N2_070_030G1_Klebsiella_pneumoniae_57_248.fa | | — N2_039_020G1_Propionibacterium_63_20.fa
N1 003 039Gl Enterococcus _faecalis 38.fa N3 176 014Gl 2 Klebsiella_pneumoniae 56 364 partial.fa — — ] N2 039 021Gl Propionibacterium 63 39.fa
N1 003 044Gl Enterococcus_faecalis 38.fa N3 176 _045G1 7 Klebsiella_pneumoniae 57 118 partial.fa — N2 038 013G1 Propionibacterium 63 14.fa
N1 019 057Gl Enterococcus_faecalis.fa N1 017 010Gl Klebsiella_pneumoniae.fa — — N2 038 018Gl Propionibacterium 63 53.fa
N1 019 056Gl Enterococcus_faecalis.fa N2 070 _036G1 Klebsiella_pneumoniae 58 370.fa — N2 039 015G1 Propionibacterium 63 27.fa
N2 066 033Gl Enterococcus _faecalis 37 174.fa N1 003 078Gl Klebsiella_pneumoniae 57.fa —— — N2 039 011G1 Propionibacterium 63 10.fa
N3 173 021G1 4 Enterococcus faecalis 37 352.fa; N2 031 014G1 Klebsiella_pneumoniae 58 587.fan - . - . N2 039 013Gl Actinobacteria_63 42.fa
N1 014 017Gl Enterococcus _faecalis.fa: N2 031 008Gl Klebsiella_pneumoniae 58 768.fa — N2 038 020Gl Propionibacterium 63 29.fa
N1 021 030Gl Enterococcus _faecalis.fa - N2 031 027G1 Klebsiella_pneumoniae 58 569.faH N1 023 055G1_Escherichia_coli.fa N2 039 035G1 _Propionibacterium 63 6.fa
N1 014 016Gl Enterococcus _faecalis.fa A N2 031 012G1 Klebsiella_pneumoniae 58 331.faH N1 023 029Gl Escherichia_coli.fa N1 003 044Gl Propionibacterium sp 62.fa
N1 014 009Gl Enterococcus_faecalis.fa N2 031 010G1 Klebsiella_pneumoniae 58 1291.fan N1 023 042Gl _Escherichia_coli_refined.fa N1 003 018Gl Propionibacterium sp 62.fa
N1 014 007Gl _Enterococcus _faecalis.fa A N2 031 023Gl Klebsiella_pneumoniae 58 447.faH N1 023 021Gl Escherichia_coli_refined.fa N1 003 027Gl Propionibacterium sp 62.fa
N2 065 052G1_Enterococcus _faecalis 38 29.fa - N2 031 018Gl Klebsiella_pneumoniae 58 420.fa N1 023 050Gl Escherichia coli.fa N1 003 021Gl Propionibacterium _sp 62.fa
N1 014 011Gl Enterococcus _faecalis.fa - N2 031 016G1 Klebsiella_ pneumoniae 58 411.far N1 023 034Gl Escherichia coli.fa N1 003 026Gl Propionibacterium sp 62.fa
N1 014 015G1 Enterococcus _faecalis.fa - B N2 031 055G1 Klebsiella_pneumoniae 58 488.fa - N1 023 020G1_Escherichia_coli.fa :I - N1 003 028Gl Propionibacterium sp 62.fa
N1 014 008G1l_Enterococcus_faecalis.fa - N2 031 021Gl _Klebsiella_pneumoniae 58 349.fa - N2_069 024Gl _Escherichia_coli_51 55.fam N1 003 _019G1_Propionibacterium_sp_62.fa
N3 173 022Gl 5 Enterococcus_faecalis 37 257.fa N2 031 033Gl Klebsiella_pneumoniae 58 379.fa N2 069 021Gl Escherichia_coli_ 51 38 refined.fa N1 003 _052G1 Propionibacterium _sp 62.fa
N3 173 017Gl 2 Enterococcus _faecalis 37 85.fa - N2 031 020G1 Klebsiella_pneumoniae 58 529.fa - I N2 069 029G1 Escherichia coli 51 154 refined.fa~ N1 003 039Gl Propionibacterium sp 62.fa
N3 173 019G1 3 Enterococcus faecalis 38 357.fa -I | N2 035 039G1 Klebsiella_pneumoniae 58 24.fan : . N2 069 018G1 _Escherichia _coli 51 21 refined.fa— N1 003 _025G1 Propionibacterium _sp 62.fa
N3 173 016Gl 1 Enterococcus faecalis 37 426.fa - N2 035 014G1 Klebsiella_pneumoniae 58 87.fa N2 069 019G1 Escherichia coli 51 182.fa— N1 003 017Gl Propionibacterium sp 62.fa :
N3 175 018Gl 2 Enterococcus faecalis 37 15.fa A N2 035 012G1 Klebsiella_pneumoniae 58 603.fa - N2 069 027G1 _Escherichia coli 50 69.fa — | . 100.0 99.5Aver§(;9é?\luc|e2365e |dengti8t;/o(AN|)97.5 97.0
N1 009 038Gl Enterococcus _faecalis.fa - N2 035 010G1 Klebsiella_pneumoniae 57 699.fa — N2 069 017G1 Escherichia coli 51 10.fa —
N1 014 010Gl Enterococcus_faecalis.fa - N2 035 018G1 Klebsiella_pneumoniae 57 12.fa N2 069 028G1 _Escherichia _coli 51 138.fa
N3 175 017Gl 1 Enterococcus _faecalis 37 8.fa - N2 035 046Gl Klebsiella_pneumoniae 57 8.fa N2 069 014G1 Escherichia_coli_ 50 15.fa —
N3 175 019G1 3 Enterococcus faecalis 36 10.fa - N2 035 032G1 Klebsiella_pneumoniae 57 56.fa — N1 008 009G1 _Escherichia_coli.fap
N3 175 020Gl 4 Enterococcus_faecalis 37 5.fa E | N1 023 015G1 Klebsiella_pneumoniae.fan - . N1 008 007Gl _Escherichia _coli.far

N3 173 039Gl 6 _Enterococcus faecalis 37 560.fa — N1 008 028Gl Enterococcus_faecalis refined-B.fa |- N1 008 008Gl Escherichia coli.far

N1 014 012Gl Enterococcus_faecalis.fa N1 023 019G1 Klebsiella_pneumoniae.fa — N1 008 010Gl Escherichia _coli.fas

N2 065 046Gl Enterococcus _faecalis 37 110.fa N1 023 018Gl Klebsiella_pneumoniae.fa — N1 008 031Gl _Escherichia_coli.fa
N2 065 059G1 Enterococcus _faecalis 37 215.fa — I N1 023 017Gl Klebsiella_pneumoniae.fa — N3 183 013Gl 1 Escherichia _coli 52 196.fa 5 :
N2_065_038G1_Enterococcus faecalis_38_12_refined.fa N1 023 014G1_Klebsiella_pneumoniae.fa JI 100.0 99-5Avergje-?\lude?)ﬁfe Ideiﬁ-yo(AN”W-S 97.0
N1 018 016Gl _Enterococcus_faecalis.fa N1 023 050G1 _Klebsiella_pneumoniae.fa —
N1 018 013G1l_Enterococcus_faecalis.fa N1 _023_055G1_Klebsiella_pneumoniae.fa
N1 018 014Gl _Enterococcus_faecalis.fa N1 023 042G1_Klebsiella_pneumoniae.fa ]
N1 018 017G1l_Enterococcus_faecalis.fa N1 023 _034G1_Klebsiella_pneumoniae.fa —
N1 018 018G1l_Enterococcus faecalis.fa - N1 023 029G1 _Klebsiella_pneumoniae.fa —
N1 018 020G1l_Enterococcus_faecalis.fa - N1 023 _020G1_Klebsiella_pneumoniae.fa —
N1 018 024G1l_Enterococcus_faecalis.fa - N1 023 009Gl _Klebsiella_pneumoniae.fa
N1 018 019G1l_Enterococcus_faecalis.fa N1 023 _021G1_Klebsiella_pneumoniae.fa —
N1 018 037Gl Enterococcus _faecalis.fa - L . N2 061 008Gl Klebsiella_pneumoniae 57 47.fa
N3 178 014Gl _5_Enterococcus_faecalis_37_15_refined.fa A N2_061_007G1_Klebsiella_pneumoniae_57_43.fa ]_ ‘
N3 178 012Gl 3 Enterococcus faecalis 37 15.fa - N3 175 051Gl 8 Klebsiella_pneumoniae 57 9 partial.fa —
N3 178 011Gl 1 Enterococcus _faecalis rel 37 13.fa - N3 175 035G1 6 Klebsiella_pneumoniae 57 39 partial.fa —
N3 178 011G2 2 Enterococcus faecalis 37 32.fa JI N3 175 046Gl 7 Klebsiella_pneumoniae 57 11 partial refined.fa -
N3 178 015G1_7 Enterococcus_faecalis 37 9.fa - N2 071 010Gl Klebsiella_pneumoniae 57 92.fa
N3 178 013Gl 4 Enterococcus_faecalis 37 9.fa ] N2 071 007Gl Klebsiella_pneumoniae 57 369.fa
N2_069 028G1l_Enterococcus_faecalis_38 9.fa J . N2_071_019G1 _Klebsiella_pneumoniae_57_92.fa
N2 031 033G1l_Enterococcus faecalis 37 _49.fa ; N2 071 021G1 _Klebsiella_pneumoniae_57_44.fa
N2 031 _018G1l_Enterococcus_faecalis 37 _22.fa - I N2_071_015G1_Klebsiella_pneumoniae_57_224.fa
N2 031 021Gl _Enterococcus faecalis 37 17.fa A N2 071 017G1 Klebsiella_pneumoniae 57 103.fa
N2 031 020Gl _Enterococcus_faecalis 37 51.fa - N2 071 008Gl Klebsiella_pneumoniae_56 383 refined.fa
N2 031 023Gl _Enterococcus faecalis 37 _12.fa A N2 071 027G1 _Klebsiella_pneumoniae_57_13.fa
N2 031 016Gl _Enterococcus faecalis 37 28.fa - N2 071 025G1 Klebsiella_pneumoniae 57 23 refined.fa :I-

N2 031 014G1l_Enterococcus faecalis 37 51.fa N2 071 013G1 Klebsiella_pneumoniae_57_45.fa

N2_031_027G1_Enterococcus_faecalis_37_87.fa N2_071_023G1_Klebsiella_pneumoniae_57_416.fa

N3 182 019G1 1 Enterococcus faecalis 37 534.fa N2 071 029G1 Klebsiella_pneumoniae 56 230 refined.fa

N3_182_020G1_2_Enterococcus_faecalis_38_1148.fa N2_071_030G1_Klebsiella_pneumoniae_57_319.fa —

N2 066 011Gl _Enterococcus faecalis 37 _25.fa

N3 176 014Gl 2 Enterococcus faecalis 38 23.fa N3 178 014Gl 5 Klebsiella_pneumoniae-rel 56 245 partial refined.fa
N3 176 013Gl 1 Enterococcus faecalis 38 17.fa N3 178 011G2 2 Klebsiella_pneumoniae-rel 57 230 partial.fa
N3 176 027Gl 4 Enterococcus faecalis 38 65.fa N3 178 015G1 7 Klebsiella_pneumoniae-rel 56 327 partial.fa
N3 176 _015G1_3 Enterococcus_faecalis 38 112.fa N3 178 013Gl _4 Klebsiella_pneumoniae 56 244 partial.fa ——
N3 176 _045G1_7_Enterococcus_faecalis_38 7.fa N3 178 014G2_6_Klebsiella_pneumoniae-rel_57_348 partial.fa ——
N3 175 051Gl 8 Enterococcus faecalis 37 12.fa -I N3 178 012G1 3 Klebsiella_pneumoniae 56 48 partial.fa
N3_175_046G1_7_Enterococcus_faecalis_37_7.fa J i N3_178_011G1_1_Klebsiella_pneumoniae-rel_58_13_partial.fa —
N2_088_018G1_Enterococcus_faecalis_38_38.fa N3_174_038G1_7_Klebsiella_pneumoniae-rel_58_6_partial.fa
N2 088 008Gl _Enterococcus faecalis 38 76.fa N3 174 034Gl 5 Klebsiella_pneumoniae-rel 55 15.fa :II
N2 088 015Gl Enterococcus faecalis 38 33.fa ' N3 174 023Gl _4 Klebsiella_pneumoniae-rel 58 7.fa J

N2_088_013G1l_Enterococcus_faecalis_38 113.fa B

N2 088 010Gl Enterococcus faecalis 38 90.fa |

N2 088 022Gl _Enterococcus faecalis 38 14.fa —

N2 088 027Gl _Enterococcus _faecalis 38 7.fa - i

N1 019 024G1 Enterococcus faecalis.fa ; 100.0 - 99.5 99.0 98-'5 95-3'0 975 970
- - - — Average Nucleotide Identity (ANI)

N1 019 023G1l_Enterococcus_faecalis.fa -

N1 019 022G1l_Enterococcus_faecalis.fa -

N1 019 026G1l_Enterococcus_faecalis.fa

N1 019 027G1_Enterococcus_faecalis.fa —

N2 071 030Gl _Enterococcus faecalis 37 16.fa ; :

N2 071 021Gl Enterococcus _faecalis 37 9 refined.fa -
N2_071_029G1_Enterococcus_faecalis_37_9.fa -

N2 071 015G1 _Enterococcus faecalis 37 6.fa =

N2 071 017G1_Enterococcus _faecalis 37 _6.fa —

N1 019 038G1l_Enterococcus_faecalis.fa

N1 019 049G1l_Enterococcus_faecalis.fa ———

N1 009 020Gl Enterococcus_faecalis.fa -

N1 009 014Gl _Enterococcus_faecalis.fa - —
N1 009 _015G1_Enterococcus_faecalis.fa =

N1 009 016G1l_Enterococcus_faecalis.fa —

N1 009 _006G1l_Enterococcus_faecalis.fa

N1 009 007G1_Enterococcus_faecalis.fa —

N2 039 044Gl _Enterococcus faecalis 37 54.fa j ‘
N2 039 037Gl _Enterococcus faecalis 37 12.fa - :
N2 038 044Gl _Enterococcus faecalis 37 21.fa 1
N2 038 011Gl Enterococcus faecalis 37 40.fa
N2_039_013G1_Enterococcus_faecalis_37_110.fa
N2 038 026Gl _Enterococcus faecalis 37 13.fa }
N2_038_036G1_Enterococcus_faecalis_37_32.fa -
N2 039 015G1 Enterococcus faecalis 37 109.fa -
N2_039_021G1_Enterococcus_faecalis_37_41.fa -
N1_011_033G1_Enterococcus_faecalis_refined.fa -
N2_038_009G1_Enterococcus_faecalis_37_118.fa -
N2 038 013Gl _Enterococcus faecalis 37 92.fa -
N2 038 015G1 _Enterococcus _faecalis 37 34.fa -
N2 039 008Gl Enterococcus _faecalis 37 244.fa -

N2_038_018G1_Enterococcus_faecalis_37_40.fa -

N2 035 014Gl Enterococcus faecalis 37 7.fa

N2 035 012Gl _Enterococcus faecalis 37 29.fa
N2 035 032Gl _Enterococcus faecalis 37 7.fa

N2 035 016Gl Enterococcus faecalis 37 8 refined.fa
N1 011 028G1l_Enterococcus_faecalis.fa

N1 011 023G1l_Enterococcus_faecalis.fa

N1 011 027G1l_Enterococcus_faecalis.fa

N2 061 008Gl Enterococcus faecalis 37 1422.fa
N2 061 007Gl Enterococcus faecalis 37 1202.fa
N1 011 051G1l_Enterococcus_faecalis.fa

N2 039 011Gl Enterococcus faecalis 37 59.fa —
N2 039 020Gl _Enterococcus faecalis 37 12.fa —
N1 011 062G1_Enterococcus_faecalis.fa —

N2 038 020G1l_Enterococcus faecalis 37 71.fa —
N2 039 035G1 _Enterococcus faecalis 37 95.fa —
N2 035 025G1 _Enterococcus _faecalis 37 18.fa —
N2 039 018Gl _Enterococcus faecalis 37 19.fa —

N2 035 010Gl Enterococcus _faecalis 37 6.fa —

N2 038 039G1 Enterococcus faecalis 37 7.fa —
N2 035 027G1_Enterococcus faecalis 37 6.fa
N2 035 020Gl _Enterococcus faecalis 37 6.fa

N2 035 022G1_Enterococcus faecalis 37 5.fa

N2 035 039G1 Enterococcus faecalis 38 5.fa

N2 035 053G1_Enterococcus faecalis 37 13.fa

100.0 99.5 99.0 98.5 98.0 97.5 97.0
Average Nucleotide Identity (ANI)



